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Mental Health Phenotyping
Who do you think you are?



Why use data linkage in MH?
Epidemiological investigations into causal influences face problems:

-People most likely to experience adverse outcomes may be less likely to participate in    
studies
-Many measures are self-reported and may be subject to bias and/or their clinical meaning 
may be unclear 
-People lost to follow up 

These problems may be partly overcome through using linkage to routine health 
and social data

Physical and mental health interface
-Depression, Sex and Achievement of ESC/EAS Lipid Targets Following Percutaneous Coronary 
Revascularisation (with Halcox, Ellins)



Where it all started: Code Validation…
• CMD, relapsing remitting conditions, coding behaviour

• Create code lists and algorithms for use across studies, 4 nation spell

• Domain expertise

• Linked to survey data, validated measures

• Repeated for CYP using ALSPAC data 

• Also SH, ED, ADHD, LD, psychotic disorders

• Keep up to date, through use across other studies and disciplines e.g. 
alcohol
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Depression and Antidepressant prescribing

Influencing real time practice
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Cafcass data- novel linkages
Multi-disciplinary working 



Linkage of School cohort data- bias in survey responses



Linkage across settings – closer to the truth
NCMH cohort
All-cause SMR for people diagnosed with severe mental illness
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Linkage to genetic CNV and PRS


